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SNP TYPING
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San enhancer variant at 16q22. 1 predisposes
to hepatocellular carcinoma viaregulating
PRMT?7 expression

Mechanical force promotes dimethylarginine
dimethylaminohydrolasel-mediated hydrolysis
of the metabolite asymmetric dimethylarginine
to enhance bone formation

Interaction of f luoride exposure and CREB1
gene polymorphisms on thyroid function in
school-age children

Effects of SNPs in SOD2 and SOD3 interacted
with fluoride exposure on the susceptibility of
dental fluorosis

The FAM171A2 gene is a key regulator of pro
granulin expression and modifies the risk of
multiple neurodegenerative diseases

A Functional Variant Rs492554 Associated
With Congenital Heart Defects Modulates SE
SN2 Expression Through POU2F1

Human X chromosome exome sequencing
identifies BCORLI as contributor to spermat
ogenesis

Effects of SNPs in SOD2 and SOD3 interacted
with fluoride exposure on the susceptibility of
dental fluorosis

Genetic predisposition to impaired metabolism
ofthe branched chain amino acids, dietaryintakes,
and risk of type 2 diabetes

Genetics and Functional Mechanisms of STAT3
Polymorphisms in Human Tuberculosis

Effects of COMT rs4680 and BDNF rs6265
polymorphisms on brain degree centrality in
Han Chinese adults who lost their only child

Association of MicroRNA Biogenesis Genes
Polymorphisms with Risk of Large Artery
Atherosclerosis Stroke

Interaction analysis of gene variants of TCF7L2
and body mass index and waist circumference
on type 2 diabetes
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